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namptb™®"* (CZRC catalog 1D: CZ188)

Nature of the mutation

Between 643 bp to 651 bp of the wild-type namptb coding sequence, ACCGTGG, is
deleted. The mutated namptb codes for a truncated protein containing 495 aa, of
which 498 aa are identical to wildtype namptb.

Sense Strand Sequence

ccctggtctaagtcaaagtaatatagacgtcattgagtaaatttttgaaccccgcecaaaccceecteectcttaagaaaatgtgatttttctcacaatt
attttaaatttagtaatttagcaaaggcttctctccaaagtgaggtcaatatcttctatatttgatcaacaatgcgatcagtattctcaatatggtcaata
ttgttgtcaacatcacagaccccaaatggtgtagaacctgagaaggcacagatcagtgtgccagctttacaaataaaacagtcctgatgggtttt
agttttgaaaggggggtcatgacaattgtgagccatctttagtctcctctgacgtetgtgtgatttgtgtgtacactctgtgctcgcagACGAT
GCTGGTCCAAATGTGGTATCCCATCACCGTGGCAACAATCTCCAGGGAGTTCAAAAA
GATTCTGGCCAAGCACCTGAAGGCCACGTCAGGGAACCTGGAGAGTCTGGACCTCAA
ACTGCACGATTTCGGCTACAGAGGAGTGTCTTCACAGGAGgtacagtggacatggatcaataaattcac
ttcctgttcaggacagtggtgttta

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer

atcg i cas9 target site

Genotyping assay

Primers:

namptb_forward: 5 CCCTGGTCTAAGTCAAAGTA 3’
namptb_reverse: 5> TAAACACCACTGTCCTGAAC 3’

PCR program:
95°C 5min
95°C 30sec
58°C 30 sec } 30 Cycles
72°C 30 sec
72°C 8min
4°C hold
Product size: 596 bp
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The sequencing results of the CZ188:

130 140 150 160
GAACTCCCTI G GAGATTGTIGCCTGOGG ATAITGGGATTC

CLUSTAL format alizoment by MAFFT FFT-HS-i (»7.215)

T coctzgtotaagtecasagtaatatagacgteattzagtasatitttzaacccogocaaac
CI15G (+/-) coctzgtotaagtcaaagtaatatagacgtcattzagtasatttttgaaccoogocaaac
Aokekokc kbR skdor ok okok otk ok ok kb Rk ok bk ok R bk ok sk koo ok ok ok ok bk kR ok Rk ok

T ceoctecctettaagaasatztzattittetcacaattattttaaatttagtaatttagze
CT155 (+/-) cooctoectettaagasaatgtzatttttotocacaattattttaaatttagtaatttage
S R R S R R R R R R R R R R R

T asaggetteoteotocasagtzaggtcaatatettetatatttgatcaacaatzogatoagt
CT155 (+/-) asaggettoteotecaaagtzaggtcaatatettctatatttzateaacaatgogateagt
S R R S R R R R R R R R R R R

T attoctecaatatgzzteaatattgttztcaacatcacagacceocasatggtstagaacctiza
CT155 (+/-) attotcaatatggteaatattgttztcaacatcacagaccocasatgst gtagaacctza
S R R S R R R R R R R R R R R

T gaaggracagatcagtztgocagetttacaaataasacagtectzatzzgttttagttit
CT155 (+/-) gaaggracagatecagtztgocagetttacaaatasaacagtectzatzzgttttagttit
S R R S R R R R R R R R R R R

T gaaagggesetcat gacaattgtzagecatetttagtctoctotzacgt et gt gt zat it
CT155 (+/-) gasagggsggtoat zacaattgtzagocatetttagtctoctetzacgtetgt gt zat tt
S R R S R R R R R R R R R R R

T gtetztacactetgtget ogoaghCGATGETGETCCARMATGT T ATCCCATCACCG TR
CT155 (+/-) gtgtgtacactetgtgetogeaghCGATGCTGGTCCARAT GTETATCCCATC ———————
S R R S R R R R R R R R R R R R
T CAACARTCTCC AGEAGT TC AR AARGAT TCT GECC ARGE AC CT G AGGE CACGTC AGGTA
CT155 (+/-) CAACAATCTOC AGGGAGT TCARAMAGATTCT GECCAMGE ACCTGAAGGC CACGTC AGGGA
S R R S R R R R R R R R R R R
T ACCTAGAGTCT AL C T AR AC TGCACGAT TTC GO T AC ARG GAGT GTCT TCAC A
CZ188 (+/-) ACCTRAGAGTCT AL CTC AR AC T GLACGAT TTCGECT AC A AGGRGT GTCTTCAC AGE
B B B o o o
T Argtacagtzgacatgzatcaataaattcactteoctgttcaggacagtzgtatita
CIZ1588 (+/-) Aizztacagtzzacatzzatcaatasattcacttectztitoagzacagtggtatita

B b o R b ok

Reference:
None



