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csrp3h240+ (CZRC catalog ID: CZ452)

Nature of the mutation
Between 211 bp to 217 bp of the wild-type csrp3 coding sequence, TATGGGT is
deleted in exon 3.

Sense Strand Sequence

GGTTTGTCGTAAAGGTTTGGACAGCACCACAGTTGCCGCACATGAGTCTGAGATATACTGCAAAACCTGCTA
CGGCAAGAAATATGGTCCGAAAGGTTATGGGTATGGCCAGGGTGCTGGAGCTTTGAGTTCTGACCCGGTCA
ATAATGAAGAACTTCAGCCTCAAGAgtacgtcctc

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer

ateg : Crispr/cas9 target site

Genotyping assay

Primers:
esrp3_forward: 5° GGTTTGTCGTAAAGGTTTGG 3’
csrp3_reverse: 5’ gaggacgtacTCTTGAGGCT 3’

PCR program:
95°C S5min
95°C 30 sec
56°C 30 sec }30 Cycles
72°C 30 sec
72°C 8min
4°C hold
Product size: 178 bp


http://www.zfish.cn

cz(ﬁac

ﬁﬁﬂ*u

CH\NA ZEBRAF\SH RESOURCE CENTER

Hodk: EONAHTRE X R 75
Hif: 027-68780570 WR4E: zebrafish@ihb.ac.cn  Mdik: http://www.zfish.cn

HE 4w : 430072

The sequencing results of the CZ452:

WT
CI452

T
CI452

T
CI452

Reference:

None

GETTTGTCGT A AGETTTGEACAGEACC ACAGTTGOCGT ACAT GRTCT G GAT ATACT G
GGTTTGTCGET A AGETTTGEACAGEACCACKGTTGCCGT ACAT GRizTCT GAGAT ATACTG
B R e e e R S R R R R S e R R e

CandCCTECT ACGEEAAGA A AT ATGGTCCGA RN

FTTATG

T AT GECCAGGT GO TG

CAnbACCTGCT ACGGT AAGARAT ATGETCCGARN
R R S S RS RS RS R SR

T AT RGECC AGGET GET G
EEEESEEE SRR

AGCTTTGAGT TCTGACCCGETCAAT ART GARGAACTTCAGCCTCAAGA st acgt oot
AT TTGAGT TCTGACCCGETCAAT ARTGARGAACTTCAGCCTCAMGAst angt oot
B R R Sl SR R R e
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