ZKO578

Target Position: exon 4
Sense Strand Sequence

caaagtttttggtccggttggcaatgaacagcttcctgaagggaaagttcaacccaacatgaaaatatttttaccatttgetc
acactgaagtggttctaaacgtttataaatttttttcttctactaaacacaaagcgacatgttctgagaaatgcttctgttgga
aaccagtaaaccttgatttccatattaggaactgaaaatacaatggaaatcaatagcetgcetgctttccaaccttcttcagtat
atcttcatttgtgttcaacagaagaaagtagagtaaatgttgacagaaattctatgtttgggtgaactatctctttaatattttt
tttctaaatgattataattattttcatctgttatctttacaatttctgagttgaaatatgatgatgatatatgtctttttatcagGT
GGAAGAGAACAGGAGCAGTTTGTTTTTCTTCTTGCTCTTTCTGCGCTTCTTTCCCATGACACC
CAATTGGTTCTTGAACGTCACTTCACCAATCCTCAACATCCCCATCCCTATATTCTTCTTTTCCAT
CCTCATTGgtgagcattactttactcatgcacttatacatgaatatattttctttgttggaggtgtaataacagtacattgc
agttcttttttttctgagcttataataaaaatgaatctgttgcatgttgactttaagtaactttaaaactacatgtcagctagea
gtgattagattattagtagactgtttggttaatatctgcttagcagtttcagaaatatttgtgtgactattttatttcattaccta
attatttgttactctattgtcttgtatgtcaaatacatattacttatgttatcagtttctcatttggaatttttaccaataactttct
aacaaaatgttatcagcaactgtttaaaactgtatataaactattccataaaaaaaatcctatactcaatacagagtaggg
gtgcaatatcaaaaccaaaaagtattattgcagaatatggaatgatgtgttttgtgggaaattgtttgtcataatatagcaa
cccaaacaaaaatgctgatgttagcacagcactatgaaataatttgttggggtgcaaacaaaatttgtcagtttacaaaca
acacctaaatttaagtgcaacagaaaactgtgtg

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer

atcg : cas9 target site

ZKO578a: 49bp deletion
CLUSTAL format alignment by MAFFT G-INS-i (v7.215)

WT AATTGGTTCTTGAACGTCACTTCACCAATCCTCAACATCCCCATCCCTATATTCTTCTTT
ZK0578a AATTGGTTCTTGAACGTCACTTCACCAAT
seksiokicoksokiokkiokekoksotokskooksookok

WT TCCATCCTCATTGGTGAGCATTACTTTACTCATGCACTTATACATGAAT
ZK0578a CATTACTTTACTCATGCACTTATACATGAAT
ololskickekiolkokeeoloolkiokekfokekotokok




