ZKO0227

Target Position: exon 2

Sense Strand Sequence
tgcegetgetgettctaattttaagcettcacaactagaggttggttatgagaatcttacatttgattacatttaactgaatttctttccatgttaaat
atgtaacctaaaagcttacttgtttttatacgcagTTTATTCTTCGGAAATAGTGGCACGAGGAGACACGGCTGTTGTGTT
TGGTCAGGATGCTTCTCTCTCTTGTACTCTGCCGTTCGTGTCCGGCGTCAAACAGGTGACATGGCAGCGGGT
GCGTGCGCAGGATGTACACACTCTGGCCACGTTCAGCGAGCGCTTCAAGGATAATGTGGATGAGGACTTTG
TCGGAAAGATAATTTTCCAAGCATCGTTTAATTCAACAACTATTGAGATCAAAAACACAACATTTGAAGATGA
GGCTTGCTACATTTGTTCCTTCAAATTGTATCCAACAGGACCCAAACGAGAAACCTTGTGCGTCACTGTTAAA
Ggtaggttaacaacactttgacaca

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer

atcg : cas9 target site

ZKO227a: 4bp deletion
CLUSTAL format alignment by MAFFT FFT-NS-i (v7.215)

WT CTTCGGAAATAGTGGCACGAGGAGACACGGCTGTTGTGTTTGGTCAGGATGCTTCTCTCT
ZK0227a CCTCGGAAATTGTGGCACGAGGAGACACGGCTGTTG———~TGGTCAGGATGCTTCTCTCT
®, kbl skkkokkokkkobkokkookokkotokokkodokok sopkkokkokkkokokkookokkodokok

WT CTTGTACTCTGC
ZK0227a CTTGTATCCTGC
sekskoksk, | skekeksk

ZKO227b: 8bp deletion
CLUSTAL format alignment by MAFFT FFT-NS-i (v7.215)

WT CTTCGGAAATAGTGGCACGAGGAGACACGGCTGTTGTGTTTGGTCAGGATGCTTCTCTCT

ZK0227b CCTCGGAAATTGTGGCACGAGGAGACACGGC————— TTGGTCAGGATGCTTCTCTCT
%, skeskskeoreksk skekskeokskekekskskekerskskekekekskoksk skekskkeiskskekskskskerskskkokskskorsksk

WT CTTGTACTCTGC

ZK0227b CTTGTATCCTGC

sekskoksk, | skekeksk



