ZKO235

Target Position: exon 9
Sense Strand Sequence

CAAGACGACAATTCTGGCGATATGGAAATCACAGAGTGTCGAACTGATTTTCTCGAAATCAAA
CAATCAACTGAAAACAAGTCATTTGGTAGCTTCTGGAAGAATTTGCCTTCTTCATCTTCATCCA
AGACAGTTGGAGAAGACGAGCATACAGGCAGCGTCAAAAAGGAAGCTCTGTGTTCAACGTC
TAGTGTAAACAAGATGCCCTGCTTTAATTCAAATTCTGATGATATGGAAATGACACAGTGTCAC
ACTGTTTTTCTTCAACCTAAACATGTCAGTGGGGATGAATCATTAAGTGTTCCAATAAAAAATG
GACCTCTTACATCACTATCTGGAACTGAAGGCGGGGATGAGATGGACATGACTCAAGTACCCA
CTGGGCGTATAATACTAAATGGTCATTCTTCCTATAAAAAGGAAAAAGGTGAAAGCATTCTGAT
ACCTGCTTCAGCTACATCACCTGTGCATAATAAGAGTGACTATATGGACTTGACATGTGTACAA
AGTACTTTTGCAGAGACTTCTCTCCCATGTCCAGACGAAATGGAATTTACAGCATGCGTCGCT
GACATTGCCTCAAACCGAACAGGAAGAACTG

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer

atcg : cas9 target site

ZKO235a: 3bp deletion, 11bp insertion
CLUSTAL format alignment by MAFFT G-INS-i (v7.215)

WT TGTTCCAATAAAAAATGGACCTCTTACATCAC———- TATCTGGAACTGAAGGCGGG

ZK0235a TGTTCCAATAAAAAATGGACCTCTTACATCTTACATCTTACATCTGGAACTGAAGGCGGG
ekokicokokokkiokskoksooksookiolokdok | . seksleksolksokstetokekatokatokok

WT GATGAGAT

ZK0235a GATGAGAT

skekskskskskoksk

ZKO235bh: 5bp deletion, 3bp insertion
CLUSTAL format alignment by MAFFT G-INS-i (v7.215)

WT TGTTCCAATAAAAAATGGACCTCTTACATCACTATCTGGAACTGAAGGCGGGGATGAGAT

ZK0235b TGTTCCAATAAAAAATGGACCTCTTACATCAC—GCGGGAACTGAAGGCGGGGATGAGAT
seolieselokelokieslioeellesioioeelololeolook. % sieleleseleleksioliesolieksokokeksokok



