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npcl®335+ (CZRC catalog ID: CZ1237)

Nature of the mutation
Between 84 bp to 90 bp of the wild-type npc! coding sequence, GTATCTG is deleted
in exon 2.

Sense Strand Sequence

aaagtgattacaacatagatattgtccaacagagcattctttttgtgtacagacattttaaaagactttaaggcttatgtttgatggttaaaatc
catcaaatctcctgtgtgatttattttgttgttgttgttgttgtetattcactcagGTGCATGGCCAGCACTGTATCTGGT
ACGGCGAATGTGGGAACTCCCCAAACGTCCCAGAAAAGAAGTTGAACTGCAATTA
CACCGGTCCTGCTGTGCCTCTGCCTAATGAAGGACAGGAGCTGCTGCAGgtatgacaatce
cactttt

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer

ateg : Crispr/cas9 target site

Genotyping assay

Primers:
npcl_forward2: 5> TAAAGTGATTACAACATAGA 3’
npcl _reverse2: 5> AAAAGTGGATTGTCATACCT 3’

PCR program:
95°C 5min
95°C 30 sec
55°C 30 sec }30 Cycles
72°C 30 sec
72°C 8min
4°C hold
Product size: 299 bp


http://www.zfish.cn

cz(@c

ﬁﬁﬂ*u

CH\NA ZEBRAF\SH RESOURCE CENTER

Hodk: EONAHTRE X R 75 HiZ: 430072

i : 027-68780570

B4 : zebrafish@ihb.ac.en  ME: http://www.zfish.cn

The sequencing results of the CZ1237:
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Reference:

GTGCATRGCCAGCAC

TATCT

TAC GO A TG TG AT TOCCC AL AT TOCC AGA L

GTHCATCCAGCACT

Attt

TAC GO A A TG TG AT TCOCCC AL ACGTOCC AGA L

R B e S S s S SE E n

L AGA AT TEAACTGCAATTAC ACCGETCC T TETGCC TCTGCC TAATGAAGCAC AGGA
LA AT T A TRC A A TTAC ACCGETCC T TETGCC TC TGO C TAL T A AGCAC AGGA

CTHCTGCAS
CTHCTGCAS
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