insra337+ (CZRC catalog ID: CZ1260)

Nature of the mutation
Between 32bp to 34bp of the wild-type insra coding sequence, CGTCTGTCTACAC is
mutanted to TTT in exon 1.

Sense Strand Sequence

CTGATCGTTACCCACAAGAAGACAAGTTCGGAGGGGATTTTTGGACCGATTTTCGGCTTTACCGCGGGTCAAAATGCG
GCTGCGGACTTTGATTGTTTTGGTTGCGTCTGTCTACACTGTTTGCAACTGTCAACAAACAAATGGAGAAAgtaagtg
taacttaaccgctgttttgtctttaatactacatgatactacacgagtctgtctgttgaaatgttaatccacaaagea
ccctgcaacgegaaaaggggatecgtggattttgaccactgtcacacatttgetagagecagagecagacatgagggeac
tgcagtgaaagggacgaagaaatcccatgttgggtecgttttgattgegattaaacgttcgaaactgtectttaacgaca
tggtaggttatccggactgtgtgecattgeecccaagecagattategaccgtttgagtacaacattgatctatttgta
gcceccgaactggt

Uppercase: Exon/coding sequence
Lowercase: intron/noncoding sequence
atcg : Forward/Reverse primer

atcg : TALEN target site

Genotyping assay

Primers:
insra_forward: 5° CTGATCGTTACCCACAAGA 3’
insra_reverse: 5 ACCAGTTCGGGCTACAAA 3’

PCR program:
95°C 5min
95°C 30 sec
58°C 30 sec }30 Cycles
72°C 30 sec
72°C 8min
4°C hold
Product size: 480 bp



The sequencing results of the CZ1260(+/-):

CLUSTLL format alignment by MAFFT FFT-N5-1i (w7T.397)

WT CTGATCGTTACCCAC A G ACAC AL TTCGGAGGCEAT TTTIGGACCCATTTTCGGCTTT
CZ1ZA0 CTGATCGTTACCCAC A G ACAC A TTCCGAGGCEAT TTTIGGACCCATTTTCGGCTTT
B B S S

WT A GGG T A T G TR A TT TGAT TG T T T TG T TGO GTC TG TC TACACTST
CZ1260 A CGCGGETC A TG TR GGAC TTTGATTIGTTT TGS TIGT [ T TGT

e o e, * b= =3
WT TTGCALCTETCAMCARACALATRGZAGAM staagtotaacttaacogotgttttztottt
CEL126a0 TTGCALCTETCAMCARACAL A TREAGALM staagtotaacttaacogotgttttatottt

B B S

WT aatactacatgatactacacgagtctgztetgttzaaatgttaateocacaaagoacoctzce
CEL126a0 aatactacatgatactacaczagtotgtotgttzaaatgttaatoocacaaagoacootac
B B B R s s
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