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tfam™>*""* (CZRC catalogID: CZ1581)

Nature of the mutation

4bp deletion and 2bp insertion, Between 38bp to 41bp of the wild-type #fam coding

sequence, TGCT is changed to AA in exonl.

Sense Strand Sequence

ATAAGGCACTGCGGTCGGACGGCAGATGGAATGGCGCCTTTACAGGA
GGAGGAGCAGTGACAATCATAACAGTTGATTTCAAGATAGCTCGTTTTGTT
CTGTTTTCATCGCGCATATATAATATTTCATAAGTATTATTGGTGAGATCGCAG
CGCGTGCAC GCTCCATTCAGCTTGATGTCAGTGGGGGCTAATCTGCT
GGTCAAGTCATTCAGCCTGTTCTCGAGTGCATCTGTTGTGAG gtgagcatgctttaac
tttgaggttattgattcatgacctgtgtaactg aacatgtttatatataagttgtgtggaaattaatttatatctgtctactgtatttatt
gtattcatttctgacgaatttaaatatacatttaaaaaattaaactcactcacattagatatattcactaataatggaaaatatgaca
gatatattcattaattatgcaaaatatggcgactgtatatatacatttccaaaataatcatacgaacattagatatattcaataataa
cgcaaaatatgagatatattcactaataatgctaaatatgaccgatatattcactagtaatgcaaaatatgactgatatattcact
agtaatgcaaaatatgaccgatatattcactaatgcaaaatatgactgatatattcaccagtaatgcaaaatatgactgatatatt
caccagtaatgcaaaatatgactgatatattcactaataatgctaaatatgaccgatatattcactagta

Uppercase: Exon/coding sequence

Lowercase: intron/noncoding sequence

atcg: Forward/Reverse primer

atcg: Crisper/cas9 target site

>WT:
TCAGCTTGATGTCAGTGGGGGCTAATCTGCTGGTCAAGTCATTCAGCCTGT

>CZ1581: 4bp deletion and 2bp insertion
TCAGCTTGATGTCAGTGGGGGCTAATCAAGGTCAAGTCATTCAGCCTGT
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